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281 


Glu 


Trp 


Lys 


Pro 


Arg 


Gin 


He 


Asp 


Asn 


Pro 


Asp Tyr 


Lys 


Gly Thr 


Trp 


282 








1 C f\ 

2 60 










o c c 
ZOO 








270 






284 


He 


His 


Pro 


Glu 


He 


Asp 


Asn 


Pro 


Glu 


Tyr 


Ser Pro 


Asp 


Pro 


Ser 


He 


285 






275 










O O A 








ZOJ 








287 


Tyr 


Ala 


Tyr 


Asp 


Asn 


Phe 


Gly 


Val 


Leu 


Gly 


Leu Asp 


Leu 


Trp 


Gin 


Val 


288 




290 










295 








300 










290 


Lys 


Ser 


Gly 


Thr 


lie 


T> Vi r\ 


Asp 


Asn 


Fne 


Leu 


iie inr 


Asn 


Asp 


Glu 


Ala 


291 


305 










310 










315 








320 


293 


Tyr 


Ala 


Glu 


Glu 


Phe 


Gly 


Asn 


Glu 


Thr 


Trp 


Gly Val 


Thr 


Lys 


Ala 


Ala 


294 










325 










330 








335 




296 


Glu 


Lys 


Gin 


Met 


Lys 


Asp 


Lys 


Gin 


Asp 


Glu 


Glu Gin 


Arg 


Leu 


Lys 


Glu 


297 








340 










345 








350 






299 


Glu 


Glu 


Glu 


Asp 


Lys 


Lys 


Arg 


Lys 


Glu 


Glu 


Glu Glu 


Ala 


Glu 


Asp 


Lys 


300 






355 










360 








365 








O30 2 


Glu 


Asp 


Asp 


Glu 


Asp 


Lys 


Asp 


Glu 


Asp 


Glu 


Glu Asp 


Glu 


Glu 


Asp 


Lys 


£303 




370 










375 








380 










is 305 


Glu 


Glu 


Asp 


Glu 


Glu 


Glu 


Asp 


Val 


Pro 


Gly 


Gin Ala 


Lys 


Asp 


Glu 


Leu 


H;306 


385 










390 










395 








400 



Q312 <210> SEQ ID NO: 4 

.^313 <211> LENGTH: 180 

\I314 <212> TYPE: PRT 

;p315 <213> ORGANISM: Homo sapiens 

IS 317 <400> SEQUENCE: 4 



* 318 


Glu 


Pro 


Ala 


Val 


Tyr 


Phe 


Lys 


Glu 


Gin 


Phe 


Leu 


Asp 


Gly 


Asp 


Gly 


Trp 


□ 319 


1 








5 










10 










15 




: E321 


Thr 


Ser 


Arg 


Trp 


He 


Glu 


Ser 


Lys 


His 


Lys 


Ser 


Asp 


Phe 


Gly 


Lys 


Phe 


p322 








20 










25 










30 






:?3324 


Val 


Leu 


Ser 


Ser Gly Lys 


Phe 


Tyr 


Gly Asp 


Glu 


Glu 


Lys 


Asp 


Lys 


Gly 


!~325 

u 327 






35 










40 










45 








Leu 


Gin 


Thr 


Ser 


Gin 


Asp 


Ala 


Arg 


Phe 


Tyr 


Ala 


Leu 


Ser 


Ala 


Ser 


Phe 


|a& 328 




50 










55 










60 










330 


Glu 


Pro 


Phe 


Ser 


Asn 


Lys 


Gly Gin 


Thr 


Leu 


Val 


Val 


Gin 


Phe 


Thr 


Val 


331 


65 










70 










75 










80 


333 


Lys 


His 


Glu 


Gin 


Asn 


He 


Asp 


Cys 


Gly Gly Gly Tyr Val 


Lys 


Leu 


Phe 


334 










85 










90 










95 




336 


Pro 


Asn 


Ser 


Leu 


Asp 


Gin 


Thr 


Asp 


Met 


His 


Gly Asp 


Ser 


Glu 


Tyr 


Asn 


337 








100 










105 










110 






339 


He 


Met 


Phe 


Gly 


Pro 


Asp 


He 


Cys 


Gly 


Pro 


Gly 


Thr 


Lys 


Lys 


Val 


His 


340 






115 










120 










125 








342 


Val 


He 


Phe 


Asn 


Tyr 


Lys 


Gly 


Lys 


Asn 


Val 


Leu 


He 


Asn 


Lys 


Asp 


He 


343 




130 










135 










140 










345 


Arg 


Cys 


Lys 


Asp 


Asp 


Glu 


Phe 


Thr 


His 


Leu 


Tyr 


Thr 


Leu 


He 


Val 


Arg 


346 


145 










150 










155 










160 


348 


Pro 


Asp 


Asn 


Thr 


Tyr 


Glu 


Val 


Lys 


He 


Asp 


Asn 


Ser 


Gin 


Val 


Glu 


Ser 


349 










165 










170 










175 




351 


Gly 


Ser 


Leu 


Glu 



























352 180 

355 <210> SEQ ID NO: 

356 <211> LENGTH: 61 



each sequence using n or Xaa. 
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VERIFICATION SUMMARY DATE: 07/23/2001 

PATENT APPLICATION: US/09/807 , 14 8 TIME: 18:05:43 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\07232001\I80714 8.raw 

L:ll M:270 C: Current Application Number differs. Replaced Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current. Filing Date 
L:620 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 
L:629 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 10 

L:639 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 11 
L:644 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 11 
L:653 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 



ffi 



m 
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PCT 



RAW SEQUENCE LISTING DATE: 07/05/2001 

PATENT APPLICATION: US/09/807 f 148 TIME: 15:36:34 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\07032001\I807148.raw 



Needed 



3 <110> APPLICANT: Tosato, Giovanna et al. 

5 <120> TITLE OF INVENTION: Use of Calreticulin and Calretuculin Fragments to 

6 Inhibit" Endothelial Cell Growth and Angiogenesis, and 

7 Suppress Tumor Growth 

9 <130> FILE REFERENCE: 4239 53372 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/807 , 148 
C--> 12 <141> CURRENT FILING DATE: 2001-06-04 

14 <150> PRIOR APPLICATION NUMBER: US 60/103,438 

15 <151> PRIOR FILING DATE: 1998-10-06 
pl7 <160> NUMBER OF SEQ ID NOS : 35 
jf|19 <170> SOFTWARE: Patentln Ver. 2.0 

siUI 

H 

ERRp|ED SEQUENCES 

I 3 * 979 <210> SEQ ID NO: 35 
4-980 <211> LENGTH: 6 
I© 981 <212> TYPE: PRT 

;3 982 <213> ORGANISM: Artificial Sequence 
p 984 <220> FEATURE: 

^ 985 <223> OTHER INFORMATION: Description of Artificial Sequence : Portion of 
l^i 986 retinoic acid receptor 

1^ 988 <400> SEQUENCE: 35 
*i'989 Lys Gly Phe Phe Arg Arg 
p 990 P\l 5 
E--b^ 997(1) 
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VERIFICATION SUMMARY DATE: 07/05/2001 

PATENT APPLICATION: US/09/807,14 8 TIME: 15:36:36 

Input Set : A:\Sequence Listing.txt 
Output Set: N:\CRF3\07032001\I807148.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:620 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 
L:629 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 10 

L:639 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 

L:644 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 
L:653 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 
L:997 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:35 




t 

w 



m 

o 
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□ 
□ 



In 
□ 

□ 



□ 



mtm * CRF Processing Dato; Q/Z^/Za ^ / 



/CRF Errors Corroctod by Iho STIC Sy3torr»3 Branch 



/CRF Errors 

Sorta/ Numbor: 

[ J Changed a lile from non-ASCII to ASCII 

Changed Iho margins in cases whoro Iho sequence loxl was trapped" down lo tho nexl line. 
Edited a format error in the Cunenl Application Dala section. specifically: 



| J Edited tho Current Application Data seclion with the actual current number. The number inputted by the 
applicant was D the prior application data; or Q other . 

| | Added Iho mandatory hoading and subheadings for "Current Application Data*. 

[ | Edited tho "Number of Sequences' liold. Tho applicant spelled out a number'instoad of using an intogor. 

[ [ Changed Iho spelling of a mandatory field (the headings or subheadings), specifically; 

| | Corrected tho SEQ ID NO when obviously incorrect. The sequence numbers lhat wero edited were: 



Inserted or corrected a nucleic number al tho end of a nucleic lino. SEO ID NO'S edited: 



Corroded subheading placement. All responses must bo on Iho same line as each subheading. If tho 
applicant placed a response below Iho subheading, this was moved to its appropriato placo. 



Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specificaJly: 



Deleted: Qrvton-ASCII "garbago* at Iho beginning/end of filos: D secretary inrtials/filenamo at end of file: 
Q page numbers throughout text: □ other invalid toxt. such as . 

Inserted mandatory headings, specifically: 



Corrected an obvious error in tho response, specifically: 



□ 
□ 

□ 
□ 



Ediied identifiers where upper case is used but lower caso is required, or vice versa. 
Corrected an orror.in tho Number of Sequences field, specifically: 

A "Hard Pago Break* code was inserted by the applicant. All occurrences had to bo deloted. 

Deleted ending stop codon in amino acid sequences and adjusted the *(A)Length:* field accordingly (error 
duo to a Patentln bug). Sequences corrected: 



Other: 



'Examiner: The abovo corrections must bo communicated to the applicant in tho first Office 
Action. DO NOT send a copy of this form. 3/1/95 



